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MAYNARD SMITH , J. & SZATHM ÁRY, E. (1995b); The major transitions in evolution.
Nature374:227–232.

MITCHELL, M. (1996);An Introduction to Genetic Algorithms. MIT Press.

MITCHELL, M.; CRUTCHFIELD, J. P. & DAS, R. (1996); Evolving cellular automata
with genetic algorithms: A review of recent work. In:Proceedings of the First Inter-
national Conference on Evolutionary Computation and its Applications (EvCA’96).

MITCHELL, M.; CRUTCHFIELD, J. P. & HRABER, P. T. (1994); Evolving cellular au-
tomata to perform computations: Mechanisms and impediments.Physica D75:361–
391. SFI Working Paper 93-11-071.

MONOD, J. A. (1992); Theoretical implications for the evolution of postsegregational
killing by bacterial plasmids.American Naturalist139(4):677–689.

NAITO, T.; KUSANO, K. & K OBAYASHI, I. (1995); Selfish behavior of restriction-
modification systems [see comments].Science267:897–899.

O’NEILL , M.; CHEN, A. & M URRAY, N. E. (1997); The restriction-modification genes
of Escherichia coli K-12 may not be selfish: they do not resist loss and are readily
replaced by alleles conferring different specificities.Proc. Natl. Acad. Sci. U.S.A.
94:14596–14601.

PAGIE, L. & H OGEWEG, P. (1997); Evolutionary consequences of coevolving targets.
Evolutionary Computation5(4):401–418.

PAGIE, L. & H OGEWEG, P. (1999a); Colicin Diversity: a Result of Eco-evolutionary
Dynamics.J. Theor. Biol.196:251–261.

PAGIE, L. & H OGEWEG, P. (1999b); Individual- and population-based diversity in
restriction-modification systems. Submitted.

PAREDIS, J. (1994); Steps towards co-evolutionary classification neural networks. In:
Brooks, R. A. & Maes, P. (eds.),Proceedings of the 4th International Workshop on
the Synthesis and Simulation of Living SystemsArtificialLifeIV . MIT Press, Cam-
bridge, MA, USA, pp. 102–108, pp. 102–108.

109



PAREDIS, J. (1995); Coevolutionary computation.Artif. Life. 2:355–375.

PAREDIS, J. (1997); Coevolving cellular automata: be aware of the red queen! In:
Baeck, T. (ed.),Proceedings of the 7th Int. Conference on Genetic Algorithms (ICGA
97). pp. 393–400, pp. 393–400.

PELLMYR , O. & LEEBENS-MACK, J. (1999); Forty million years of mutualism: evi-
dence for eocene origin of the yucca-yucca moth association.Proc. Natl. Acad. Sci.
U.S.A.96:9178–9183.

PELLMYR , O.; LEEBENS-MACK, J. & HUTH, C. J. (1996); Non-mutualistic yucca
moths and their evolutionary consequences.Nature380:155–156.

POTTER, M. A. & D E JONG, K. A. (1994); A cooperative coevolutionary approach
to function optimization. In: Davidor, Y.; Schwefel, H.-P. & Manner, R. (eds.),Pro-
ceedings of the Third Conference on Parallel Problem Solving from Nature. Springer-
Verlag, Jerusalem, Israel, vol. 866 ofLecture notes in computer science, pp. 249–257,
pp. 249–257.

POTTER, M. A.; DE JONG, K. A. & G REFENSTETTE, J. J. (1995); A coevolutionary
approach to learning sequential decision rules. In: Eshelman, L. J. (ed.),Proceed-
ings of the 6th International Conference on Genetic Algorithms. Morgan Kaufmann
Publishers, San Francisco, pp. 366–372, pp. 366–372.

PROCTOR, L. M. & F URHMAN, J. A. (1990); Viral mortality of marine bacteria and
cyanobacteria.Nature343(6253):60–62.

PUGSLEY, A. P. (1984); The ins and outs of colicins. Part II. Lethal action, immunity
and ecological implications.Microbiol. Sci.1:203–205.

RECHENBERG, I. (1973); Evolution strategy: Optimization of technical systems by
means of biological evolution. Fromman-Holzboog, Stuttgart.

REDASCHI, N. & BICKLE, T. A. (1996); Dna restriction and modification systems.
In: Neidhardt, F. C. (ed.),Escherichia Coli and Salmonella: cellular and molecular
biology, American Society for Microbiology, Washington, D.C., vol. 1, chap. 52. 2nd
edn., pp. 773–781.

RILEY, M. A. (1993); Molecular mechanisms of colicin evolution.Mol. Biol. Evol.
10:1380–1395.

RILEY, M. A. & G ORDON, D. M. (1992); A survey of Col plasmids in natural isolates
of Escherichia coli and an investigation into the stability of Col-plasmid lineages.J.
Gen. Microbiol.138:1345–1352.

ROSIN, C. D. & BELEW, R. K. (1997); New methods for competitive coevolution.
Evolutionary Computation5(1):1–29.

ROTHSTEIN, S. I. (1990); A model system for coevolution: Avian brood parasitism.
Annual Review of Ecology and Systematics21:481–508.

110



ROUGHGARDEN, J. (1979);Theory of population genetics and evolutionary ecology,
an introduction. Macmillan, New York.

ROUGHGARDEN, J. (1983); Coevolution between competitors. In: Futuyma, D. J. &
Slatkin, M. (eds.),Coevolution, Sinauer Associates, Inc., Sunderland, MA. pp. 383–
403.

SATO, A.; O’HUIGIN, C.; FIGUEROA, F.; GRANT, P. R.; GRANT, B. R.; TICHY,
H. & K LEIN, J. (1999); Phylogeny of Darwin’s finches as revealed by mtDNA se-
quences.Proc. Natl. Acad. Sci. U.S.A.96:5101–5106.

SAVAGE, D. C. (1977); Microbial ecology of the gastrointestinal tract.Annu. Rev.
Microbiol. 31:107–133.

SAVILL , N. J. (1997);Eco-evolutionary consequences of spatial pattern formation.
Ph.D. thesis, Dep. Theor. Biol./Bioinformatics, Utrecht.

SAVILL , N. J. & HOGEWEG, P. (1997); Evolutionary stagnation due to pattern-pattern
interactions in a co-evolutionary predator-prey model.Artificial Life 3:81–100.

SAVILL , N. J.; ROHANI, P. & HOGEWEG, P. (1997); Self-reinforcing spatial patterns
enslave evolution in a host-parasitoid system [published erratum appears in J Theor
Biol 1997 Oct 21;188(4):525-6].J. Theor. Biol.188:11–20.

SCHUSTER, P. (1989); Optimization of RNA structure and properties. In: Perelson,
A. S. & Kauffman, S. A. (eds.),Molecular evolution on rugged landscapes: proteins,
RNA and the immune system, Addison Wesley. pp. 47–71.

SCHWEFEL, H. P. (1977);Numerische Optimierung von Computer Modellen mittels der
Evolutionsstrategie, vol. 26 ofInterdisciplinary systems research. Birkhäuser Verlag,
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